. Endogenous hormone Salicylic acid (SA), jasmonic acid (JA), and ethylene (ET) contents in both Alternanthera philoxiroides and A. sessilis after Rhizoctonia solani inoculations. (a) SA, (b) JA and (c) ET. Four-week-old plants were inoculated with R. solani and un-inoculated leaves were used as a control (0h). Samples were harvested at the indicated time points for quantification using ELISA. Values are means ± SE (n = 4). The different letters indicate significant difference in hormone levels compared with control un-inoculated plant leaves assessed by Duncan's test at P < 0.01. Abbreviations: AP -A. philoxeroides, AS -A. sessilis.
. Comparative phylogenetic analysis of the selected hormone genes in both the invasive and native species, as well as other closely related species. A maximum likelihood analysis was performed for each gene: (a) PAL (Salicylic Acid), (b) JAR1 (Jasmonic Acid), (c) EIN3 (Ethylene). A maximum likelihood phylogenetic tree was constructed with 1000 bootstrap replicates. Bootstraps are shown on the nodes of the trees. Genetic distances are shown below each branch. Figure S3 . Identification of conserved motifs in selected genes from both invasive and native species. (a) PAL (Salicylic Acid), (b) JAR1 (Jasmonic Acid), (c) EIN3 (Ethylene). For each gene the following are shown: 1) a conserved motif revealing five motifs from the full-length protein sequences of all analyzed species with greater e-value, and 2) conserved amino acid sequences and the conservation of each motif are represented as a logo in each gene with their bit score as height of amino acid. Figure S4 . Identification and alignment of the conserved domain in each of the selected genes from both invasive and native species. We identified conserved domains for each gene: (a) PAL (Salicylic Acid), (b) JAR1 (Jasmonic Acid), (c) EIN3 (Ethylene). The upper figure represents the conserved domain, while the lower figure shows the respective domain peptide sequence aligned with related species using the NCBI domain database. We could not predict the conserved domain for JAR1 due to the short number of amino acids from open reading frame. Table S1 . Fold-change ratio of defense hormones and their responsive genes under different treatment conditions in invasive Alternanthera philoxeroides compared to native A. sessilis. Fold-change ratios are based on the relative amounts of signal molecules produced in A. philoxiroides and A. sessilis at the different time intervals. Fold-change ratios are calculated based on the comparative 2 -ΔΔCT method normalized with the Actin gene at indicated time intervals after infection. Values highlighted in green show positive (higher) expression and red indicate negative (reduced) expression, compared with the control. Abbreviations: JA -Jasmonic acid, SA -Salicylic acid, ET -Ethylene, AP -A. philoxeroides, AS -A. sessilis. .
Treatment
Time ( Table S6 . Screening and isolation of defense hormones and responsive gene sequences from both invasive Alternanthera philoxeroides and native A. sessilis. The highlighted green color in the table are the sequences of genes that were successfully isolated (see Supplementary Table S3 above).
S. No
Gene name and function Primer Name Primers ( PAL (see Table S2 ) Phenylalanine Ammonia Lyase.
AmPAL PR3 (see Table S2 ) PR3-Acidic chitinase.
AmPR3-F AmPR3-R Table S2 ) (JAsmonate Resistant 1); jasmonate-amino synthetase; a member of the GH3 family. JAR1 enzyme that produces the JA-Ile conjugate. PR6 (see Table S2 ) PR6 proteinase inhibitor.
AmJAR1-F
AmPR6-F AmPR6-R 
